. Collection site coordinates of woodland strawberry genotypes.
The 16 woodland strawberry (Fragaria vesca) genotypes used in the study were selected from a collection of 86 wild woodland strawberry genotypes derived from geographically distinct locations across Uppsala County, Sweden, in spring 2012 (Egan et al., 2018; Weber et al., 2019) .
The division of the plant genotypes to susceptible and resistant is based on the antibiosis level against the strawberry leaf beetle, Galerucella tenella (Weber et al., 2019) . Coordinates are given in decimal degree format and based on the international WGS 84 (World Geodetic System). Plant 
GC-MS based metabolomics profiling of food plant quality
Metabolomic profiling of the leaf tissue by GC-MS (gas chromatography/time of-flight-mass spectrometry) was performed at the Swedish Metabolomics Centre, Umeå, Sweden. The sample preparation, derivatization and GC-MS analysis was carried out according to 1 and the used reagents, solvents, standards and references can be found in Supplementary Table 2 .
For the sample preparation we weighed 2 mg aliquots of the powered leaf material in The injector temperature was 270 °C, the purge flow rate was 20 mL min-1 and the purge was turned on after 60 seconds. The gas flow rate through the column was 1 mL min-1, the column temperature was held at 70 °C for 2 minutes, then increased by 40 °C min-1 to 320 °C, and held there for 2 minutes. The column effluent was introduced into the ion source of a between masses indicative for a derivatised metabolite were especially notified. If the mass spectrum according to SMC's experience was with highest probability indicative of a metabolite and the retention index between the sample and library for the suggested metabolite was ± 5 (usually less than 3) the deconvoluted "peak" was annotated as an identification of a metabolite. 
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